Foot-and-mouth disease (FMD) is endemic in Zambia. Little is known of the epidemiology of FMD virus (FMDV) in the country and this has led to the continuous occurrence of FMD in southern Zambia. FMD severely impacts pastoral and agro-pastoral communities who are most reliant on livestock products for economy and food security. Southern Zambia is densely populated with livestock and wildlife, which are usually in contact almost throughout the year. The control of FMD in Zambia is mainly done strategically through vaccination, but this is complicated by the presence of buffaloes and traditional cattle farmers' practice of transhumance in areas harbouring wild animals. The current research aims at determining the infection status and FMD virus (FMDV) serotype(s) circulating in domesticated and wild animals in southern Zambia. A targeted cross-sectional study will be employed in this study. Sera and oesophagealpharyngeal (OP) fluids will be obtained from cattle and buffaloes in selected areas of Zambia. Epidemiological data such as age, sex, health, and vaccination status of animals will be taken during sampling. Infection status will be determined by NSP-ELISA targeting the 3ABC region of FMDV genome. FMDV serotypes will be examined by LPB-ELISA and/or antigen ELISA on OP samples. This research has the potential to unravel the infection status and serotype(s) of circulating FMDV strains in Zambia. This information will be useful in designing a rational strategy of control of FMD in Zambia and the neighbouring countries.
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